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SEQUENCE-SPECIFIC LABELING




DNA microarray data
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MULTIPLEX ANALYSES OF MICROBIAL

cccccccccccc

Analyses of salad matrix
Measuring autolysis
Fish spoilage

Secondary structure of 16S rRNA

- a member of the Food Science Alliance



PHYLOGENETIC INFORMATION IN 16S rDNA
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MULTIPLEX QUANTITATIVE DETECTION
METHOD

First PCR

-\

-
ﬁ




MULTIPLEX QUANTITATIVE DETECTION
METHOD

Removal of primers by exonuclease
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MULTIPLEX QUANTITATIVE DETECTION
METHOD

Sequence-specific labeling




MULTIPLEX QUANTITATIVE DETECTION
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DNA array hybridization
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MONB810 SIGNALS VS MON810 CONTENT
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