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AF172349
AF172350
AF332871
AF440741CP
AF440742CP
AF440743CP
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AF440746CP
AY028309CP
NC_001445CP
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PPCGCPCP
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PPHBCPCP
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PPNLCPCP
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PPPNI BCP
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ACACAAGT GGAGT AT CCAATAAAGCCAT T GT TGGATCATGCGAAACCCACT TT TAGACAAATTATGGCACATTTCAGT AA

ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTAT GGCACATT TCA(

ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCTGTAA
ACACAAGT GGAGT ATCCAATAAAGCCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCACGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCACGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCACGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTATTGGATCATGCGAAACCCACT TTTAGACAAATCATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCCATTGT TGGATCATCTGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGTGGAGT ATCCAATAAAGCCATTGI TGGATCACGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGTGGAGT ATCCAATAAAGCCATTGI TGGATCACGCGAAACCCACTTTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGTGGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAATAT CCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGTAA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACTTTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATCTGAAACCCACTTTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTAT GGCACATT TCA

ACACAAGT GGAGT ATCCAATAAAGCCATTGI TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT ATCCAATAAAGCCATTGT TGGATCATGCGAAACCCACT TTTAGACAAATTAT GGCACATT TCA

ACACAAGT GGAGT AT CCAATAAAGCCAT T GT TGGATCATGCGAAACCCACT TTTAGACAAATTATGGCACATT TCA
ACACAAGT GGAGT AT CCAATAAAGCCATT GT TGGATCACGCGAAACCCACT TTTAGACAAATTATGGCACATTTCAGT AA
ACACAAGT GGAGT AT CCAATAAAGCCATT GT TGGATCACGCGAAACCCACT TT TAGACAAATTATGGCACATT TCAGT AA




AF172350
AF332871
AF440741CP
AF440742CP
AF440743CP
AF440744CP
AF440745CP
AF440746CP
AY028309CP
NC_001445CP
PPALCPCP
PPCGCPCP
PPCOAPROACP
PPCOAPROBCP
PPDOH1 CPCP
PPGSPCPCP
PPHBCPCP
PPLI HCPCP
PPNEBCPCP
PPNL CPCP
PPO243957CP
PP0B06420CP
PPOB1CPCP
PPPCPGENECP
PPPNI BCP
PPPVCGCP
PPPVCOAT
PPSHCPCP
PPSLCPCP
PPVCGCP
PPVCP

(882)
(882)
(882)
(882)
(882)
(882)
(882)
(882)
(882)
(837)
(882)
(882)
(832)
(883)
(882)
(882)
(882)
(882)
(882)
(882)
(882)
(882)
(882)
(888)
(888)
(882)
(882)
(840)
(882)
(882)
(837)

TTTATTTGGCT TGGAT GGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCTGGT GATGT TAAT CGCAACAT GCACAACCT CCTCGGT!
TTTATTTGGCT TGGAT GGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCCCTGGTGATGT TAAT CGCAACAT GCACAACCT CCTCGGT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCCCT GGTGATGT TAAT CGCAACAT GCACAACCT CCTCGGT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCTGGTGATGT TAAT CGCAACATGCACAACCT CCTCGGT
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGI TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGECT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGACGT TAATCGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAAT CGCAACATGCACAACCT CCTCGGTAT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCTGGTGATGT TAAT CGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT AT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGTGT
TTTATTTGGECT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGACGT CAATCGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGECT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGI TAATCGCAACATGCACAACCT CCTCGGT AT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGACGCCACACCGCT GGT GACGT CAATCGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAAT CGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGECT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGACGCCACACCGCT GGTGACGT CAATCGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGT GATGT TAATCGCAACAT GCACAACCTCCTCGCACA
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGTGT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCTGGTGATGT TAAT CGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGI TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGI TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGECT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGACGCCACACCGCT GGT GACGT CAATCGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGECT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGACGT AAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGECT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGI TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCAAACACAAGAAGAGGACACAGAGACGCCACACCGCT GGTGATGI TAATCGCAACATGCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGACCCACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGTGT
TTTATTTGGCT TGGATGGAAACT TCCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGTGT
TTTATTTGGECT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGI TAATCGCAACATGCACAACCT CCTCGGT GT!
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCTGGTCTTGT TAATCGCAACAT GCACAACCT CCTGCECTGT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT GT
TTTATTTGGCT TGGATGGAAACGT CCGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGTGATGT TAATCGCAACAT GCACAACCT CCTCGGT AT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGAGACACACCGCT GGT GATGT TAATCGCAACAT GCACAACCT CCTCGGT A
TTTATTTGGCT TGGATGGAAATGT TGGAACACAAGAAGAGGACACAGAGACGCCACACCGCT GGTGATGT TAATCGCAACAT GCATAACCTCCTCGGT A
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGACCCACACCGCT GGT GACGT CAAT CGCAACATGCACAACCT CCTCGGT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGACGCCACACCGCT GGT GACGT CAAT CGCAACATGCACAACCT CCTCGGT
TTTATTTGGCT TGGATGGAAACGT CGGAACACAAGAAGAGGACACAGAGACCCACACCGCT GGT GACGT CAATCGCAACATGCACAACCT CCTCGGT
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