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The main objective of COST Action 853 is to establish and support WG1 WG2
Microarray technology - in the form of nucleic acid- and protein- Nucleic Acid Protein
Based Microarrays Based Microarrays

based arrays - as a new tool for breeding, diagnosis, and high
throughput screening in the field of agriculture.

The need for a flexible system that allows molecular diagnostics of e
large sample sizes of many species has long been recognised. Interneaorice
However, current technology generally requires focusing on narrow

taxonomic groups. Microarray technology, being based on highly

parallel simultaneous analysis, has shown its potential for large-scale

genome analysis. The technology allows for simultaneous querying of Bioinmm‘zﬁcs L

hundreds of species specific markers and will thus enable the Information Dissemination

production of microarray chips that can be used for larger taxonomic

groups such as the entire bacteria or, in higher eukaryotes, for / \

example the entire class of insecta.

The Action that was launched in March 2002 and to date involves 21 o wea | WG5
participating countries. Information can be obtained on our website b

under http://www.COST853.ch
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ology: Evaluation and development of nucleic acid and protein arrays

Example 1: Sequence specific approach Example 2: Genome marker approach

@ Sequence information @ Probe- and oligonucleotide design

'
Organism 1

,In silicio” designed primers and probes
D > (inverse of primer) with random sequence

3-AACTTGTGCAGCACG-5

3'-AACTGTTCACCCC-5

3'-GGACTACCAGACC-5

@ Probe Design of specific oligonucleotide sequences

3-CCTTCAT-5 @ Spotting of ,random* probes onto microarray slide
TTGACAAGTGGGG

r

ISTTSEeT—— CCTGATGGTCTGG
...:l.'\ TTGAACACGTCGTGC

@ Spotting of designed probes onto microarray slide
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. CCTTCAT @ Labeling of ,random* primers with a match on the genome by
single-base-extension of primers
@ Labeling of target DNA using labeled primers or dNTP's DNA Labeling by single-base extension
Extraction of target matching primers
DNA PCR-amplification Y
Extraction and labeling . o il aonTp” AACTGTTCACCCCT
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Organism 1 ? — 5 COAAGTA mmeeers roanem - 5 — 3 acggtcaTTGACAAGTGGGG caa
5 e 3 —— GGAAGTA e
(® Hybridization, reading and identification @ Hybridization, reading and identification
GGAAGTA e/ X i AACTGTTCACCCCT 4 . .
CCTTCAT Sequence-specific detection of TTGACAAGTGGGG Organism specific pattern
—) Organism 1
Fluorescence —_—)
detection Fluorescence
detection
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